Plasmid: NFIF14B 




Amino Acids: 453 




MALVRALVCCLLTAWHCRSG 


20 


LGLPVAPAGGKNPPPAIGQF 


40 


WHVTDLHLDPTYHITDDHTK 


60 


VCAS SKGANASNPGP FGDVL 


80 


CDSPYQLILSAFDFIKNSGQ 


100 


EASFMIWTGDSPPHVPVPEL 


120 


STDTVINVITNMTTTIQSLF 


140 


PNLQVFPALGNHDYWPQDQL 


160 


SWTSKVYNAVANLWKPWLD 


180 


EEAISTLRKGGFYSQKVTTN 


200 


PNLRIISLNTNLYYGPNIMT 


220 


LNKTDPANQFEWLESTLNNS 


240 


QQNKEKVYI I AHVPVGYLPS 


260 


SQNITAMREYYNEKLIDIFQ 


280 


KYSDVIAGQFYGHTHRDS IM 


300 


VLS DKKGS P WS L FVAPAVT 


320 


PVKSVLEKQTNNPGIRLFQY 


340 


DPRDYKLLDMLQYYLNLTEA 


360 


NLKGE S I WKLE Y I LTQT YDI 


380 


EDLQPESLYGIAKQFTILDS 


400 


KQFIKYYNYFFVSYDSSVTC 


420 


DKTCKAFQ I CAIMNLDNI S Y 


440 


ADCLKQLYIKHNY 


460 



FIGURE 1 



Plasmid: 
Amino Acids : 



NFIF7A 
364 



MZULVRALVCCLLTAWHCRSG 



20 



LGLPVAPAGGRNPPPAI GQF 4 0 

WHVTDLHLDPTYHITDDHTK 60 

VCASSKGANASNPGPFGDVL 80 

CDSPYQLILSAFDFIKNSGQ 100 

EASFMIWTGDSPPHVPVPEL 120 

STDTVINVITNMTTTIQSLF 140 

PNLQVFPALGNHDYWPQVy I 160 

lAHVPVGYLPSSQNITAMRE 180 

YYNEKLIDIFQKYSDVIAGQ 200 

FYGHTHRDSIMVLSDKKGSP 220 

VNSLFVAPAVTPVKSVLEKQ 240 

TNNPGIRLFQYDPRDYKLLD 260 

MLQYYLNLTEANLKGESIW-K 280 

LEYILTQTYDIEDLQPESLY 300 

GLAKQFTILDSKQFIKYYNY 320 

FFVSYDSSVTCDKTCKAFQI 340 

CAIMNLDNI S YADCLKQLYI 3 60 

KHNY 380 
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1 ATGGCGCTGGTGCGCGCACTCGTCTGCTGC'^CTGCTGA c't'g C C T G G C A C T G 'NFIF14B 

1 ATGGCGCTGGTGCGCGCACTCGTCTGCTGCCTGCTGACTGCCTGGCACTG NFIF7A 

51 CCGCTCCGGCCTCGGGCTGCCCGTGGCGCCCGCAGGCGGCAGGAATCCTC NFIF14B 

51 CCGCT. CCGGCCTCGGGCTGCCCGTGGCGCCCGCAGGCGGCAGGAATCCTC NFIF7A 



101 CTCCGGCGATAGGACAGTTTTGGCATGTGACTGACTTACACTTAGACCCT NFIF14B 

NFIF7A 



101 CTCCGGCGATAGGACAGTTTTGGCATGTGACTGACTTACACTTAGACCCT 



151 ACTTACCACATCACAGATGACCACACAAAAGTGTGTGCTTCATCTAAA 
151 AC TTACCACATCACAGATGACCACACAAAAGTGTGTGCTTCATCTAAAGG 



GG NFIF14B 
NFIF7A 

201 TGCAAATGCCTCCAACCCTGGCCCTTTTGGAGATGTTCTGrGTGATTCTC NFIF14B 

201 TGCAAATGCCTCCAACCCTGGCCCITTTGGAGATGTTCTGTGTGATXCTC NFIF7A 

251 CATATCAACTTATTTTGTCAGCATIIGATTITATTAAAAATTCTGGACAA NFIF14B 

251 CATATCAACTTATTTTGTCAGCATTTGATTTTATTAAAAATTCTGGACAA NFIF7A 

301 GAAGCATCTTTCATGATATGGACAGGGGATAGCCCACCTCATGTTCCTGT NFIF14B 

301 GAAGCATCTTTCATGAT.ASJGGACAGGGGATAGCCCACCTCATGTTCCTGT NFIF7A 

351 ACCTGAACTCTCAACAGACACTGTTA t"'a AATGTGATCACTAATAT GACAA NFIF14B 

351ACCTGAACTCTCAACAGACACTGTTATAAATGTGAXCACTAATATGACAA NFIF7A 

^01 C C A CCAICCAGAGTCTCTTTCCAAATCTCCAGGTTTTC C.C TGCGCTGGGT NFIF14B 

4Q;i: CCACCATCCAGAGTCTCTTTCCAAATCTCCAGGTTTTCCCTGCGCTGGGT NFIF7A 

4?i=J AATCATGACTATTGGCCACAGGATCAACTGTCTGTAGTCACCAGTAAAGT NFIF14B 

45t= AATCATGACTATTGGCCACAGG NFIF7A 

Sdl;^ GTACAATGCAGTAGCAAACCTCTGGAAACCATGGCTAGATGAAGAAGCTA NFIF14B 

55gj J j.^ GTACTXXAAGGAAAGGTGGTTTTTATTCACAGAAAGTTACAACTAAT NFIF14B 

NFIF7A 

<0p;:; CCAAACCTTAGGATCATCAGTCTAAACACAAACTTGTACTACGGCCCAAA NFIF14B 

~ ~ . • NFIF7A 

tf5lE= TATAATGACACTGAACAAGACTGACCCAGCCAACCAGTTTGAATGGCTAG NFIF14B 

^73 NFIF7A 

tOl AAAGTACATTGAACAACTCTCAGCAGAATAAGGAGAAGGTGTATATCATA NFIF14B 

473 . TGTATATCATA NFIF7A 

751 GCACATGTTCCAGTGGGGTATCTGCCATCTTCACAGAACATCACAGCAAT NFIF14B 

484 GCACATGTTCCAGTGGGGTATCTGCCATCTTCACAGAACATCACAGCAAT NFIF7A 

801 GAGAGAATACTATAATGAGAAATTGATAGATATTTTTCAAAAATACAGTG NFIF14B 

534 GAGAGAATACTATAATGAGAAATTGATAGATATTTTTCAAAAGTACAGTG NFIF7A 

851 ATGTCATTGCAGGACAATTT.TATGGACACACTCACAGAGACAGCATTATG NFIF14B 

584 ATGTCATTGCAGGACAATTTTATGGACACACTCACAGAGACAGCAXTATG NFIF7A 

^01 GXXCXXXCAGAXAAAAAAGGAAGXCCAGIAAAXICXXIGXXXGXGGCXCC NFIF14B 

534 GXXCXXXCAGAXAAAAAAGGAAGICCAGXAAAXXCXTIGXXIGTGGCXCC NFIF7A 
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951 TGCTGTTACACCAGTGAAGAGTGTTTTAG A AAACAGACCAACAATCCTG NFIF14B 

C84 TGCTGTTACACCAGTGAAGAGTGTTTTAGAAAAACAGACCAACAATCCTG NFIF7A 

1001 GTATCAGACTGTTTCAGTATGATCCTCGTGATTAXAAAT T A TTGGATATG NFIF14B 

734 GTATCAGACTGTTTCAGTATGATCCTCGTGATTATAAATTATTGGATATG NFIF7A 

lOSl TTGCAGTATTACTTGAATCTGACAGAGGCGAATCTAAAGGGAGAGTCCAT NFIF14B 

784 TTGCAGTATTACTTGAATCTGACAGAGGCGAATCTAAAGGGAGAGTCCAT NFIF7A 

1101 CTGGAAGCTGGAGTATATCCTGACCCAGACCTACGACATTGAAGATTTGC NFIF14B 

634 CTGGAAGCTGGAGTATATCCTGACCCAGACCIACGACATTGAAGATTTGC NFIF7A 

1151 AGCCGGAAAGTTTATATGGATTAGCTAAACAATTTACAATCCTAGACAGT NFIF14B 

084 AGCCGGAAAGTTTATATGGATTAGCTAAACAATTTACAATCCTAGACAGT NFIF7A 



L201 AAGCAGTTTATAAAATACTACAATTACTTCTTTGIGAGTTATGACAGCAG NFIF14B 

AAGCAGTTTATAAAATACTACAATTACTTCTTTGTGAGTTATGACAGCAG NFIF7A 

4251 TGTAACATGTGATAAGACATGTAAGGCCTTTCAGATTTGTGCAAITATGA NFIF14B 

S84 TGTAACATGTGATAAGACATGTAAGGCCTTTCAGATTTGTGCAATTATGA NFIF7A 

r * 

1301 ATCXTGATAATATTTCCTATGCAGAT. O^iSCCTCAAACAGCTTTATATAAAG NFIF14B 

2034 A^l CTTGATAATATTTCCTATGCAGATTGCCTCAAACAGCTTTATATAAAG NFIF7A 



1351 CAATTACTAG 
i084 cCil CAATIACTAG 



NFIF14B 
NFIF7A 
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NFkB Reporter with NFIF 
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SKGANASNPGPFGDV 
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